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The VitisGen2 project holds a yearly meeting that brings together key players – the Advisory Panel 
along with scientists, collaborators, students, and an invited international speaker for a thorough 
scientific review and project evaluation. It offers an opportunity to appraise the previous year’s 
achievements while setting the tone for the upcoming year. During the course of the two-day meeting, 
attendees had a chance to interact with our guest speaker, who provided insights into ongoing 
projects in grape genetics at INRA-Bordeaux.  

The third VitisGen2 annual project meeting took place on January 9 - 10, 2020 at the DoubleTree by 
Hilton Hotel, San Diego, California. There were 48 attendees consisting of 14 Advisory Panelists, 30 
VitisGen2 Scientists/Student/Technicians, 3 Breeding Insight members and 1 Event Coordinator from 
Cornell. The main highlights of the meeting included team presentations followed by questions and 
discussions after each presentation; an international seminar given by the invited speaker; 5-minute 
lightning talks by graduate students and postdocs; a discussion of a successor project; and workshop 
sessions on trait ontology and the Field Book application organized in collaboration with Breeding 
Insight from Cornell University.  

In a nutshell, the project is on track with some groundbreaking achievements through the 
collaborative efforts of the different teams. Some of the notable breakthroughs included a sustained 
effort in refining the rhAmpSeq panel with a set of 2057 core markers and the deployment of the 
marker platform for various discoveries and marker-assisted selection for the improvement of 
economic important grape traits. The developed markers are sufficiently distributed across the grape 
genome, relatively cheap, highly transferable and have been tested on over 20,000 different 
grapevine samples from across the Vitis genus.  Over the past year, 41 QTL analyses were carried out 
across 9 families and ~6000 seedlings were screened using molecular markers across breeding 
programs. The project made substantial progress in stacking genes, especially for powdery mildew 
(PM) resistance; improvements in imaging and computer vision analyses adding 4 new imaging and 
a leaf disc punching robots for increased imaging capability and accuracy for PM growth 
quantification; initiation of field-based imaging for quantifying of PM and downy mildew (DM) severity; 
AmpSeq fungicide resistance screening; continuous local field phenotyping and laboratory analyses 
of various wine and table grape quality traits; advanced transcriptomic and metabolomic studies; 
economic and traits assessment studies; and massive information and research findings 
dissemination to various audiences using standard scientific and trade publication channels, 
webinars and social media avenues.  

The international seminar was presented by the guest speaker, Dr. Nathalie Ollat, from INRA, 
Bordeaux, France. Her presentation was entitled “Grape genetics in Bordeaux: from roots to fruit 
quality". Six lightning talks were presented by a graduate student and five VitisGen2 postdocs. The 
session on a possible successor project provoked numerous research ideas and thoughts. The 
Advisory Panel provided positive feedback along with suggestions and recommendations for the 
group.  The workshop session on the final day was very productive. The first part of the workshop 
focused on grape trait ontology and the fun-filled second part was on “Field Book for Data Collection 
and Management” with hands-on exercises with Chex-mix and Skittles. 

The Project Manager - Ugochukwu Ikeogu. 


