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1. NEW YORK BEEF PRODUCER’S WINTER MANAGEMENT MEETING 

 
NEW YORK BEEF PRODUCERS’ ASSOCIATION 

Annual Meeting, Feeder/Winter Conferences and Banquet 
 

January 18-19, 2013 
Embassy Suites Hotel, East Syracuse, NY 

 
Make plans now to attend our Educational Programs, Annual Meeting and Awards Banquet. The 
NYBPA and Dr. Mike Baker have put together an informative program to enhance production practices 
for cattle operations of all types and sizes. 
 
Registration details: Brenda Bippert, NYBPA Executive Secretary, 716-902-4305 or email, 
nybeefproducers@aol.com 
 
Friday, January 18, 2013 
8:30 AM   Registration and Trade Show Opens 
 
9:15  AM -  4:30 PM   Conference Session # 1 
 
9:15 AM Welcome, Allan Lawyer, NYBPA President 
                                                    
9:45 AM  Economics and Trends in the Beef Industry,  Dave Weaber, Delhaize America, Denver CO. 
 
10:45 AM The Genetics required to meet future Beef Trends- Bob Weaber, Assistant Professor,  
                   Kansas State University 
 
12:00 - 1:15 PM Lunch and Trade Show 
 
1:20 PM Beef Operation Size/Profitability- Andy Weaber, Manager Windy Point Angus, Potsdam, New 
York      
 
2:05 PM  National BQA Audit- Dr. Keith Belk, Professor, Colorado University    
 
3:00 PM Consumer Focus: Innovative Beef Marketing During Tight Supplies and High Prices-Carol 
Gillis, Jean O’Toole and Kevin Carrazzone 
 
4:30 PM  Adjourn and Trade Show Closes 
 
6:30 PM  NYBPA Annual Meeting 
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Saturday, January 19, 2013 
8:30 AM Registration and Trade Show Opens 
 
9:00 AM NY Junior BPA Meeting-Onondaga III Room,  A program for the Juniors will follow the 
meeting  
 
9:15 AM - 4:30 PM Conference Session  # 2 
 
9:15 AM Welcome, Andy Weaber, NYBPA President elect, Randy Librock, NYBPA VP elect 
 
9:30 AM Where are we going with Beef Cattle Traceability - Jeffry Huse NYS Ag & Markets 
 
10:00 AM New Beef Product- Merial Representative 
 
10:30 AM BVD and Johne’s- Dr. Pepi Leads, DVM, NYS Agriculture and Markets 
  
11:15 AM Detecting Sickness in Calves and Cows- Dr. Mary Smith, Cornell University 
 
12:00 - 1:30 PM  Lunch, Trade Show, and *** NYJBPA Semen Auction*** 
 
1:30 PM DOT Truck, Trailers, Securements, etc.-Trooper Karl Brenon, NY State Police 
 
1:30 PM NYJHB Meeting - DeWitt Room 
 
2:00 PM NYHBA Meeting - Onondaga III Room 
 
2:30 PM DOT Farm Regulations and Safety-Trooper Bernard Kennett, NY State Police 
 
2:30 PM Jr. Simmental Meeting - DeWitt Room 
 
3:00 PM NYSA Meeting - Onondaga III Room 
 
3:30 PM What effects feeder calf prices in New York- Dr. Mike Baker, Cornell University 
 
3:30 PM NY Angus Juniors Meeting - DeWitt Room 
 
4:30 PM Adjourn and Trade Show closes 
 
5:30 - 6:30 PM Reception (Cash Bar) 
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6:30 PM Annual Dinner and Awards Banquet, NYBPA Scholarship Benefit Auction and 
Directory Prime Page Auction                 
 
 
2. DNA DIAGNOSIS – CORNELL STUDENT INDEPENDENT STUDY 

 
Editor’s note: During the 2012 Spring Semester at Cornell University, 4 undergraduate students expressed 
learning more about DNA diagnostics and how genomics is being used in the beef industry.  Dr. Samantha 
Brooks, Assistant Professor of genetics took the lead in training in laboratory procedures to extract and sequence 
the DNA along with interpretation. I lead the discussion in industry application of the technology. Each student 
decided on a particular trait they wanted to investigate. What follows is the report written by the students. While 
much of the detail can be overwhelming, hopefully it will give some indication of how DNA is extracted and the 
data used. It was a great group of students to work with, and I personally learned a great deal about this 
emerging technology.  The Independent study has now been developed in to a full course which will be offered in 
the 2013 Spring Semester. - MJB 
 
Overview of laboratory procedures 
 

This past spring, Ginette Cornett, Marissa Horton, Sara Orlowski, and Chris Posbergh, through the help 
of Dr. Michael Baker and Dr. Samantha Brooks, looked at genes in the beef cattle genome. The cattle sampled 
were in the Value Discovery program through Cornell University. Although the hair samples used were obtained 
before this project started, hair sampling is where the entire DNA testing process starts. The hairs are collected 
from the tail or the tail head, while making sure that the follicles are intact when pulled from the animal. It may be 
helpful to use forceps to grip the hair when pulling it out in order to prevent your hands from getting cut by the 
hair. The samples are taped on cards that include the animal’s information along with any other relevant 
information. These are then placed into envelopes and stored at room temperature and in a dry place.  

The hairs are cut down to the appropriate size and placed in small microfuge tubes with the intact hair 
follicles towards the bottom of the tubes. Five to seven hairs are used in each tube to ensure there is enough DNA. 
A lysis solution was prepared and added to each tube then heated. This causes the denaturation of the cell 
membranes that allows the DNA to exit the cell.  

The next step is to perform a Polymerase Chain Reaction (PCR). A set of primers are used to cut out the 
piece of DNA to be observed. PCR is used to make adequate amounts of DNA to observe. Through the use of a 
Themorcycler the solution undergoes cycles of temperature changes to provide the optimal environment for DNA 
replication. These pieces are then replicated several times to produce enough DNA to be able to observe it later 
on.  

An agarose gel is created to visualize the DNA that was amplified in the PCR reaction. The gel has the 
consistency of relatively hard jello. The tray is filled with the agarose gel and combs are placed in the gel before it 
solidifies to produce numerous wells within the gel. Once the gel is solid it is covered in a buffer solution that will 
allow the DNA solution to pass through the gel. The wells are used to initially hold the DNA solutions from the 
PCR reaction. Since DNA is negatively charged it can be pushed through the gel using electrical current and then 
seen with a special camera that uses ultraviolet light. The results from the agarose gel are then used to either 
determine genotypes or sent to a lab to be sequenced, depending on the gene of interest.  
 
Results – student reports. 
 
Marissa Horton 

My name is Marissa Horton and I am a sophomore animal science student at Cornell University. I looked 
at polymorphisms in Growth Hormone, which has an impact on the marbling of meat. Marbling is determined by 
evaluating the intramuscular fat in the ribeye. The level of marbling indicates the palatability of the beef carcass. 
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Growth Hormone is a peptide hormone, secreted from the anterior pituitary, which stimulates growth and cell 
reproduction. To apply genomic studies to marbling traits, I looked at the genetic frequencies of polymorphisms 
in growth hormone and compared this to the marbling scores of the cattle. 

Based on the processes described earlier, I amplified the DNA through a polymerase chain reaction, using 
a 656 base pair primer, specific to the region that codes for Growth Hormone release. From there, I visualized the 
information through a gel electrophoresis process and then sent the DNA for sequencing to determine the 
genotype of each animal. 

Unfortunately, I did not receive information on a significant number of animals and therefore did not have 
strong results. However, from the results that I did receive, I learned some very valuable information. I was able 
to determine the genotype of four animals. My research showed that two animals were homozygous, (T/T) and 
two were heterozygous, (C/T). 

With this information, I applied statistical testing and determined allelic frequencies and Hardy-
Weinberg. From my results, the allelic frequency of (C) in the population was 25% while the frequency of (T) 
was 75%. When using these numbers in Hardy-Weinberg, the frequency of (C/C) was 6.25%. The frequency of 
(C/T) was 37.5% and the frequency of (T/T) was 56.25%.  

This information was clearly not in equilibrium, as considered by Hardy-Weinberg (25%, 50%, 25%). 
There were a couple reasons for this. The first reason being, the very small sample size that was used. I only 
received genotypes from four animals and this clearly is not large enough to make references about the whole 
population. These animals were also not subject to random mating, which is a requirement for Hardy-Weinberg to 
be in equilibrium. These animals were produced to be as productive as possible, and therefore were selectively 
bred. 

With the genotypic information, I compared the results to the marbling scores. Unfortunately, I only had 
access to the marbling score of one cow. The heterozygous animal,(C/T) had a marbling score of MT50. This 
meant that the cow had modest quality marbling and choice grade meat. With more samples and results, I would 
have compared the genotype with the marbling score and looked for specific trends.  

From an industry perspective, this is still a process that is not widely used. It has not proven to be 
accurate enough to make a beef producer money. However, through more research this process has the potential 
to become very beneficial to cattle producers. First and foremost, it can improve the odds of making profit by 
providing a very early insight as to what kind of carcass a calf may develop. As the topic is researched and 
becomes more widespread, I believe that the industry will benefit in many ways.  
 
Sara Orlowski 

My name is Sara Orlowski and I am a sophomore in Agricultural Sciences and Animal Science at Cornell 
University. In this research, I looked at the rare yet fatal genetic disorder, Osteopetrosis. It is also known more 
commonly as “Marble-Bone Disease.” Osteopetrosis is found in humans as well as animals. It can occur as a viral 
infection of the dam during pregnancy or is more commonly inherited as a genetic disorder. It is a result in the 
deficiency in the number of osteoclasts in bones. Osteoclasts are bone reabsorbing cells and without them the 
cells build up and the bones become very brittle. 

Most calves born with Osteopetrosis are several days premature and are almost always stillborn. If they 
are born alive, they only live for a few hours and should be euthanized almost immediately to prevent suffering. 
Some signs of Osteopetrosis are features including a small body frame, flat skull, impacted molars, shortened jaw 
as well as a protruding tongue.  

Osteopetrosis has been found in the past in several breeds including Red Angus, Angus, Hereford, 
Simmental, and even the Holstein dairy breed. It has been completely eradicated in the Angus population and has 
only been known to show up most recently in the Red Angus breed.  

Osteopetrosis is a deletion mutation in which through a genotyping assay, the normal base pair shows up 
at 475bp with the mutation showing up at 330bp. This mutation is the deletion of 2781bp of SLC4A2 gene 
sequence found on chromosome 4 of cattle. It is a deletion of all of exon 2 and the 5’ end of exon 3. It is a 
homozygous recessive condition. In most cases where a calf was born with Osteopetrosis, both parents were 
heterozygous or carriers for the condition. It produced an allele frequency of 0.047 in Red Angus cattle. Although 
this is not a very common disease, it is a fatal one. Testing for carries would be a great way to completely dissolve 
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the chances of another calf being born with Osteopetrosis. All carriers should be culled immediately from the 
breeding herd and this can be done through a simple genetic test.  

The test for Osteopetrosis requires three primers. One primer is used for the forward reaction while the 
second two are used for the reverse reaction. One of the reverse primers is for the normal base pair sequence of 
475 and the second reverse primer is for the mutant base pair sequence of 330. The PCR reaction was run 
successfully at a PCR temperature of 66°C. In the population tested from the Value Discovery Program at Cornell 
University, no cattle were found to be carriers, all of them being homozygous dominant, or in other words, 
normal. This means that the allele frequency for the homozygous dominant genotype is 1.  

The population is not even close to being in Hardy-Weinberg equilibrium. I have several guesses as to 
why no carriers were found in the population. First, there were not a lot of Red Angus cattle in the population. 
Also, the disease has been bred out over the years and due to selection this is little to no carriers still in the 
breeding population. Even though there is little chance of a carrier still being found in a breeding population, it is 
still a good idea to run this simple genetic test. All it takes is a simple PCR reaction followed by a gel and you 
will immediately have the genotypic results and better information on your herd of cattle. 
 
Chris Posbergh 

My name is Chris Posbergh and I am a freshman Animal Science major at Cornell University. The 
MSHR gene, also known as the extension gene, in beef cattle is responsible for the coat color of the animal, by 
altering the function of the melanocyte-stimulating hormone receptor (MSHR). The way it works is that if it has 
two or one copies of the dominant allele then the animal will have a black coat. If the animal has two copies of the 
recessive allele then the animal will have a red coat. The change in color is determined by a single base pair 
deletion of the DNA that makes up this gene. With this deletion the function of the MSHR changes from the 
dominant gene promoting eumelanin, black pigment, synthesis and the recessive gene blocking eumelanin 
synthesis which reveals the phaeomelanin, red pigment, within the melanocyte of the hair follicle.  

The product of the PCR reaction for this gene should be around 531 base pairs.  
However the initial gels that were cast and run were giving a product that had two different bands of different 
base pair lengths. Another problem that was encountered was having a product in the non-template control 
(NTC). This meant that there was contamination coming from somewhere that was affecting the results. When the 
primers were reviewed to make sure that they were the correct ones the forward primer was found to have a typo. 
Once the new primer was ordered and used it resulted in one band appearing the gel from the PCR reaction. 
Unfortunately there was still contamination in the NTC even after wearing gloves proving that it was cow DNA 
and not human DNA affecting the results. Another issue we have is that the animal that came back with a 
heterozygous sequence is actually red meaning it should actually have a recessive sequence with the one base pair 
missing. The Hardy-Weinberg equilibrium resulted in about 12% of the sampled cattle were red and the other 
88% being either homozygous or heterozygous dominant black. In a true equilibrium the percentages would be  
25% homozygous dominant black, 50% heterozygous dominant black, and 25% homozygous recessive red. This 
difference is due to the mating not being random and there was a small sample size.  

This gene is of importance to some breeders because of the marketing of black cattle as ‘superior’ to any 
other cattle that are not black. By testing their herd to figure out which animals carry the recessive red they can 
use this knowledge to breed carriers with homozygous dominant to produce an all-black calf crop. This would be 
beneficial to the producer since he or she can control the coat color that makes him or her best net return per cow. 
Also if the producer wants to produce red cattle he or she can then bred the carriers together for a 25% chance of 
producing a red calf.  
 
Ginette Cornett 

My name is Ginette Cornett and I am a junior Animal Science major here at Cornell University. For this 
research project I chose to DNA test for Arthrogryposis Multiplex, more commonly known as curly calf. Curly 
calf is only apparent in Angus breeds and is an autosomal recessive mode of inheritance, meaning only 
homozygous recessive calves are affected. Calves that are homozygous recessive are almost always stillborn or 
die shortly thereafter. These calves will have a slew of problems including scoliosis, kyphosis, arthrogryposis and 
hypoplasia. With that being said, it is crucial for the Angus industry to identify the carrier animal in this situation. 
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However carrier animals show no symptoms phenotypically, more recently there has been a DNA test created to 
identify carrier animals in the Angus population.  

This particular DNA test is used to detect a gene deletion of ~23,363 base pairs of the 5' regulatory region 
of the hairy and enhancer of split 4 (HES4) gene, the entire ISG15 ubiquitinlike modifier (ISG15) gene, and the 5' 
regulatory region and first two exons of the agrin (AGRN) gene. Although I am not familiar with these genes, the 
paper I reviewed specified that the AGRN gene is most likely the pathological factor in curly calf. However, 
mutation is commonly the results of loss of function of one or more of the AGRN, ISG or HES4 gene products. 
The assessment that has been manufactured to test for curly calf utilizes PCR to analyze DNA samples of Angus 
cattle.  

This particular DNA required me to use three primers while testing this semester. The forward primer that 
I used bound specifically to a first selected DNA upstream region, then a reverse primer bound specifically to a 
second selected DNA downstream region and a third primer that specifically bound to a portion of the middle 
region of the DNA. This middle region results in an amplification of the first DNA product. As far as my results 
went I was only able to find one strong carrier which was a heifer SMX. The AAA recognized her as having one 
or more ancestors that carry curly calf. 

Using this carrier along with nine other homozygous dominant animals I was able to find allelic 
frequencies utilizing the Hardy-Weinberg equation. By using the Hardy-Weinberg equation (p² + 2pq + q² = 1) it 
was determined that ~ 81% of the population that I tested were normal (A/A), that 18% of the population were 
carriers (A/a) and that 1% of the population were homozygous recessive for curly calf (a/a). However this is not 
accurate because it was such a small population to test and there was no random mating. In a true Hardy-
Weinberg equilibrium 25% of the population would have the chance of having curly calf, 50% would have the 
chance of being carriers and 25% would have the chance of being normal.  

Since this is a lethal genetic mutation, it is imperative that carriers are recognized by the American Angus 
Association to warn cattle breeders of the potential risk of curly calf. Now that there is a genetic test available for 
this mutation the Angus industry is able to save money in terms of calves would have been lost from curly calf, 
they can indicate carriers so now there can be controlled breeding and most importantly curly calf carriers can be 
detected and culled which can potentially eradicate this genetic mutation.  

 
 

3. SUBFERTILE FEMALES CONTAIN MALE SEX HORMONE 
 

Reproductive efficiency is of economic importance in commercial beef cattle production, since 
failure to achieve pregnancy reduces the number of calves marketed. Identification of genetic markers 
with predictive merit for reproductive success would facilitate early selection of females and avoid 
inefficiencies associated with sub-fertile cows. Gender in mammals is determined by the presence of the 
Y chromosome.  Males have an XY chromosome and females have a YY chromosome.  Researchers at 
the USDA Meat Animal Research Center were interested in looking for genetic links to reproductive 
efficiency in cattle.  Cattle across several populations were sorted in to high and low fertility groups. 
What surprised the researchers that when looking at genetic material they found that 21%-29% of 
females in the low fertility group had the presence of the Y chromosome (i.e. male sex hormone). 
Additional testing procedures confirmed the results indicating the likelihood of the presence of some 
portion of male sex chromosome in female cattle in various beef cattle herds across the U.S. Discovery 
of this Y anomaly in low reproductive females may make an important contribution to management of 
reproductive failures in beef cattle operations. (McDaneld, et al., 2012. Journal of Animal Science). 

 
 
4. NEW YORK FEEDLOT AND CARCASS VALUE DISCOVERY PROGRAM 
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The 17th New York Feedlot and Carcass Value Discover Program officially started on November 18.  
There were 88 head consigned from 8 producers in New York and Vermont. At arrival November 2 & 3 each 
animal was weighed, ear notched for BVD analysis, ear tagged with electronic and visual ID, hip height measured 
and body condition scored. Cattle were sorted in to pens by sex and owner and fed long stemmed hay along with a 
TMR consisting of corn silage, dried distillers grains, corn grain and minerals. On November 7 & 8, the cattle 
were weighed and the average of the two weights became the official start weight (Table 1).. 

Sires of the cattle were Angus (52%), Red Angus (23%), Red Angus x Simmental (18%) and Hereford 
(7%). The average age indicated a March/April born calf with a range of 6 to 11 months. Body condition score is 
an estimate of body fat. This value will be used in a model which ultimately will project the individual dry matter 
intake of the cattle.  Frame scores will be used to project the weight of the cattle at low Choice. 

 
 
  Table 1. Initial data on cattle consigned to the New York Feedlot and Carcass Value 

Discovery Program, 2012-2013. 
 Initial wt, lb Age, mo. Body condition score Frame score 

STEERS - 54 head 
  

  
Average 593 8 5.2 5.4 

Min. 334 6 3.5 2.7 
Max. 831 10 6.5 7.3 

HEIFERS - 34 head     
Average 592 7 5.2 5.5 

Min. 364 6 3.0 3.9 
Max. 822 11 6.0 7.4 

  
The purpose of the Value Discovery Program is to teach cow/calf producers the value of their 

calves based on performance in the feedlot and on through the packing plant.  Calves are accepted in 
November and fed till their most optimal profit potential during March-July. For more information see 
program details in this newsletter or contact me at Mike Baker, Cornell Beef Specialist 
mjb28@cornell.edu, 607-255-5923. 
    
5. CATTLE FEEDER’S CORNER 

a) Delaying implanting did not greatly affect feedlot performance or carcass quality. 
 
Auction-derived feeder calves (n = 1,601; initial BW = 614 lb) were used to examine 

effects of delayed administration of the initial steroid implant on health, performance, and 
carcass characteristics of feedlot cattle. Steers were procured from multiple auction markets in 
the southeastern United States and shipped to a central Kansas feedyard over a 6-wk period from 
December 2009 to January 2010. After an overnight rest steers were either implanted 
immediately or 45 days later with Revalor-XS. Delaying the initial implant tended to reduce 
morbidity (24.7 vs. 28.5%; P = 0.13) and reduced the percentage of animals requiring early 
salvage harvest due to chronic, nonresponsive respiratory disease (1.8 vs. 3.3%; P = 0.02). 
However, there were no effects of timing of implant administration (P ≥ 0.31) on rates of 
retreatment, mortality, lung lesions, or pleural adhesions. Implanting immediately upon feedlot 
arrival resulted in no effect on ADG or feed conversion (P ≥ 0.30). Cattle implanted upon arrival 
had numerically greater HCW and yield grade vs. cattle implanted on d 45; however, these 
differences were not significant (P ≥ 0.16). Delaying the initial implant 45 d did not greatly 
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influence animal health, performance parameters, or carcass characteristics in feeder calves at 
high risk of developing bovine respiratory disease. (Munson, et al., 2012. Journal of Animal 
Science. 90: 4037-4041) 
 

b) DNA testing can sort cattle in to tenderness groups 
 
Steers (n = 560; initial BW = 926 lb) were selected from a pool of 1,040, using the 

IGENITY Profile DNA test for tenderness, sorted into 4 tenderness groups. One half of each 
tenderness group was subsequently supplemented the β-adrenergic agonist zilpaterol 
hydrochloride (ZH).  The trade name is Zilmax® and increases weight gain and feed efficiency 
while reducing the number of Yield Grade 4 and 5 cattle. 

 
Cattle fed ZH: 

· gained more per day and were more efficient 
· consumed less dry matter 
· had more HCW, dressed yield, and ribeye area 
· had less empty body fat, marbling, KPH, and calculated USDA YG.  
· had more YG 2 carcasses and fewer YG 3, 4, and 5 carcasses 
· had more Select carcasses.  
· were tougher for all aging periods  

Cattle classified as TENDER with the IGENITY profile 
· had greater marbling scores 
· increased calculated USDA yield grades 
· had more empty body fat  
· had greater proportion of Prime and premium Choice carcasses.  
· were more tender 

The authors concluded that IGENITY Profile tenderness scores were correlated to carcass finish 
attributes and tenderness (as measured by Warner Bratzler Shear Force values). Commercially available 
tenderness panels may have the potential to allow for antemortem sorting of cattle into expected 
tenderness groupings, which could augment feeding management strategies and ultimately lead to 
increased marketing value for the beef system. (McEvers, et al., 2012. Journal of Animal Science. 
90:4140-4147. 

 

6. BQA UPDATE 
 

· Cow/calf BQA Handling Practices, Procedures and Handling Assessment. 
 

The following chart is a portion of the manual which helps the beef producer evaluate their 
operation. This chart is specifically for evaluating facilities. Other assessments for the cow/calf 
operation include Farm Facilities, Administration, and Biosecurity. There are also sections for the 
Stocker/backgrounder and Feedlot. This tool is intended to help you examine your operation with an 
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emphasis on those things that are best management practices for Beef Quality Assurance. Use this as a 
tool for your own farm or ranch to examine those areas where quality improvements might be made. 

The complete manual can be found at http://www.bqa.org/assessments.aspx. 
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7. NEWS FROM GLCI GRAZETTE 
 (Courtesy GLCI Grazette, http://www.ny.nrcs.usda.gov/technical/pasture_grazing/grazette/index.html) 
 
Upcoming Pasture Workshops and Related Events: 
 
5th Anniversary Winter Green-Up Grazing Conference – January 25th and 26th, 2013 – The 
Century House, Latham (Albany County) – Mark your calendars now for this conference that promises 
to be packed full of information and great speakers.  One will be Steve Kenyon, a Holistic Management 
Educator/practitioner from Saskatchewan, Canada will discuss, in two separate sessions, the business 
and the practice of custom grazing cattle for profit.  Additionally, Steve will touch upon winter 
management techniques that will have direct application to those of us in the cold Northeast.  Also on 
the agenda is Jerry Brunetti, founder of Agri-Dynamics and a dairy nutritionist and expert in human 
nutrition too, is going to discuss these two intimately related topics of animal and human health.  If we 
are what we eat, then we are what our animals eat.  The more diverse the plants available to our dairy, 
beef, and small ruminant animals, the healthier they are and by extension the more healthy we can be by 
only consuming those grazed/grass-fed animals or their dairy products.  Jerry will explain in amazing 
but accessible detail how these plant/animal/human interactions have direct and measurable impact on 
our health. For more information please contact Gale Kohler at CCE Albany County by phone at (518) 
765-3500 or gek4@cornell.edu or Morgan Hartman at blackqueenangus@yahoo.com. 
 
8. TO DO DECEMBER/JANUARY 

1. Take forage sample for nutrient analysis.  Depending on your locality, hay may be in short 
supply or of poor quality.  Allocating the best feed to younger, higher producing animals will 
stretch out your supply.  If practical feed and manage separately:  

a. weaned heifer calves 
b. first and second calf heifers and old thin cows 
c. the rest of the dry herd 
d. lactating cows and their calves 
e. herd sires 

2. Cows should be in body condition score of 5.0-6.0 for March calving (Smooth appearance, last 
3-4 ribs are just visible, and there is some brisket fat). 

3. Heifers should be in body condition score 5.5-6.5 (slightly fatter than cows, can begin to see 
pockets of fat on either side of tail head). 

4. Watch for lice 
5. Make initial selection of replacement heifers. Factors to base selection: 205 day adjusted weight, 

MPPA of dam, temperament and soundness. 
6. Wean calves less than 120 days old before hard winter weather sets in.  They will do better on 

grain plus hay, than if left on their dams. 
7. Calves kept over the winter should be fed to gain 1.3-1.5 lb/day.  Full fed legume/grass hay plus 

5-6 lbs. of grain will support this level of growth. 
 
 

9. EVALUATE YOUR GENETICS 
a) New York Feedlot and Carcass Value Discovery Program 

Purpose: Teach cow/calf producers the value of their calves based on performance in the feedlot 
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and on through the packing plant.  Calves are accepted in November and fed till their most 
optimal profit potential.  

 
b) Empire Heifer Development Program 

Purpose: A management and marketing program for cow/calf producers to evaluate replacement 
heifer prospects and offer a marketing opportunity for quality heifers. Calves are accepted in 
December.  Heifers can be bred artificially at the heifer rearing facility, or returned home for 
breeding.  Eligible heifers can be sold as open in April or as bred heifers in the October Cornell 
Beef Replacement Sale.   
 

c) NY All Forage Bull Test 
Purpose: To develop and evaluate the performance and quality of young bulls on a typical 
commercial forage diet. As the predominant feedstuff used in a cow/calf operation is forage, the 
data collected will assist producers in selecting bulls raised in conditions similar to the 
environment under which they will be expected to perform. 

 
If you are interested and/or have questions, please contact me at 607-255-5923 or 

mjb28@cornell.edu. Details are also available at http://www.ansci.cornell.edu/beef 
 
 
 


